MOTHER TONGUE

ISSUE X1, 2006

CONFERENCE REPORT

N\ ___ Meetings held at Harvard University,October 21-22, 2006,
entitled “Asian Remnant Languages and the Year of the
Australoid”. Joint sponsorship: Harvard University and ASLIP
(Association for the Study of Language In Prehistory)

1 General Logic and Themes of the Conference.
By Harold C. Fleming, Gloucester,*Massachusetts
23 Periods of Globalization over “the Southern Route” in Human
Evolution (Africa, Southwest Asia, South Asia, Southeast Asia
and Sahul and the Far East). A Meta-Review of Archaeology
. and Evidence for Symbolic Behavior
By James B. Harrod, Portland, Maine
85 Out of East Africa by 77,000 BP. A brief synopsis of remarks
made by Alison Brooks, preliminary to a larger paper later.
91 Trombetti, Gatti and the Birth of the Indo-Pacific Concept
By Jonathan Morris, Sdo Paulo, Brazil
124 New Light On Three South Asian Language Families
By Franklin C. Southworth, New York, New York
160 The prehistory of Tibeto-Burman and Austroasiatic in light
of emergent population genetic studies. '
By George van Driem, Leiden University (Netherlands)
212 Significance of Kusundas and Their Language in the Trans-
Himalayan Region
By B.K.Rana, Harvard University
- 219 A Multilateral Look at Greater Austric. .
By John D. Bengtson, Savage, Minnesota & Santa Fé Inst.
259 Outside relationships of Australian languages
By Paul Black, Darwin, Australia
262 The “Lost” Paper: A Belated Conference Postscript.
By Paul Whitehouse, London, England
275 Was There an Australian Substratum in Dravidian?
By Vaclav Blazhek, Masaryk University (Czech Republic)
295 Great Andamanese reconstruction underway; A condensed
handout with tentative remarks on Papuan and Australian vis-a-
vis external language families.
By Timothy Usher, San Francisco, CA & Santa Fé Inst.




The prehistory 6f Tibeto-Burman and Austreasiatie
in the light of emergent population genetic studies

George van Driem

The Tibeto-Burman language family was first identified by Julius von

Klaproth in 1823. The confours of the Austroasiatic-language-family were

first recognised by Francis Mason in 1854. These two linguistic phyla repre-
sent keystones for our understanding of the ethnolinguistic prehistory of Asia.
What light have recent population genetic studies begun to shed on the
models of linguistic relationship? How can the pictures of our linguistic pre-
history, our biological ancestry and the archaeological record be correlated to
reconstruct the peopling of Asia? What type of questions can we ask of the
three distinct data sets? ’

" 1. TIBETO-BURMAN

In 1823, Julius Heinrich von Klaproth presented a polyphyletic view of
Asian linguistic stocks. He did not presume that the twenty-three distinct
families which he had identified represented the definitive inventory. One of
the linguistic phyla which he distinguished comprised Tibetan, Chinese and
Burmese and all languages that could be demonstrated to be genetically
related to these three. Kiaproth explicitly excluded languages known today
to be members of the Daic or Kra-Dai family, e.g. Thai, or members of the
Austroasiatic family, e.g. Vietnamese and Mon (1823: 363-365).

Klaproth did not devise labels for each language phylum he identified. In
1852, John Logan became one of the first to use the term ‘Tibeto-Burman’
for the phylum identified by Klaproth encompassing Tibetan, Chinese and
Burmese, to which Logan added Karen and numerous related languages.
Charles Forbes noted that ‘Tibeto-Burman’ had become the accepted
English term for this family (1878: 210). Robert Cust also treated
“Tibeto-Burman’, including Karen, as a family distinct from the ‘Tai’ and
‘Mon-Anam’ families (1878). Bernard Houghton, who conducted research
on languages of Burma, likewise recognised Chinese to be a member of
Tibeto-Burman (1896: 28). ‘

Klaproth’s Tibeto-Burman outlasted other less well-informed models of
language relationship, such as Japhetic, Atactic and Turanian. However, the
empirically unsupported Indo-Chinese theory, renamed sino-tibétain in
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1924, still has its adherents today.! The main tenet of the Sino-Tibetan
model is that all non-Sinitic languages form a single unitary branch together
denominated “Tibeto-Burman’2 The truncated or pinioned “Tibeto-Burman’
of the Sino-Tibetanists must not be confused with Tibeto-Burman proper,
which encompasses Sinitic as one of its subsidiary branches. Tibeto-Burman
in its original sense is defined by Tibetan, Burmese and Chinese and further-
more comprises all demonstrably related langnages. Diagram 2 illustrates
the-many—new-Tibeto-Burman-languages_and subgroups that have been
recognised since 1823,

Tibeto-Burman Bl aE %

...and all languages
which can be
demonstrated to be
genetically related

Tibetan - Chinese Burmese
ez W gz to these three

DIAGRAM 1: One of the language families identified by Julius Heinrich von Klap-
roth in his polyphyletic view of Asian linguistic stocks (1823). He explicitly ex-
cluded languages today known to be Kra-Dai or Daic (e.g. "Thai, Lao, Shan) and
known to be Austroasiatic (e.g. Mon, Vietnamese, Nicobarese, Khmer).

In 2001 in Cambridge, 1 introduced the metaphor of fallen leaves illus-
trated in Diagram 2 (van Driem 2001, 2002). The model attempts to identify
the constituent branches of the family and draw the focus of attention back
to the centre of Tibeto-Burman linguistic diversity, which lies in the eastern
Himalayas and the Indo-Burmese borderlands. The patch of fallen leaves on
the forest floor provides a more informative framework because all Tecog-

1 The term sino-tibétain was coined as a new name for Indo-Chinese by Jean Przyluski
(1924) and later introduced into English as *Sino-Tibetan’ by Przyluski and Luce (1931).

2 The rise and fall of Sino-Tibetan and its racist underpinnings were discussed in the
keynote address to the joint meeting of the 14th Annual Conference of the International
Assaciation of Chinese Linguistics and the 10th International Symposium on Chinese
Languages and Linguistics at the Academia Sinica in Taipei on 27 May 2006.
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nised subgroups are presented without a false or, at best, unsupported tree,

such as Sino-Tibetan. The new metaphor still implies the existence of a tree,
but we cannot lift our gaze from the forest floor to see the tree because we

cannot look directly into the past. Instead, historical comparative work may
enable us to see the shadows which the branches cast between the leaves on
the forest floor.

West Himalayish Tshangla)

Magaric
Dlgansh Lolo Burmese
Chepan gxc

Kh B
0 Am,dlm Pochuri

DIAGRAM 2: Tibeto-Burman subgroups identified since Julius von Klaproth. Brah-
maputran may include Kachinic and Dhimalish. Other subgrouping proposals are
discussed in the handbook (van Driem 2001).

Whether a language family appears to be more rake-like or more
tree-like is often a function of the state of the art in historical comparative
linguistics rather than a statement about lingnistic phylogeny. With the
inexorable progress of Indo-European studies, even the twelve branches of
this most well-studied language family, once depicted in the pleasing shape
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of August Schleicher’s branching oak, have also gradually assumed a more
rake-like appearance and so too come closer to the fallen leaves model.

The geographical distribution of the branches of the Tibeto-Burman lan-
guage family reveals an intriguing pattern which raises questions and per-
mits us to formulate hypotheses about the provenance of the linguistic an-
cestors of Tibeto-Burman language communities and the location of the
Tibeto-Burman homeland. Future research will show the number of
diamonds representing branches of the family to be more or less than shown
in Diagram 3. Some groups may coalesce, and others may be split up. For
example, the Dura language may one day be demonstrated to be a member
of another known Tibeto-Burman subgroup, whereas ‘Qiangic’, as currently
conceived, could turn out not to be a valid clade at all but to consist of a
number of independent clusters. In Diagram 2, the Ersai cluster is another
name for ‘Southern Qiangic’, and may in fact consist of several subclusters.
Qiangic is ‘Northern Qiangic’, which is currently supposed to include the
rGyal-rongic group recognised by Jackson Sun (Stn Tianxin) and Huang
Bufan. In fact, the precise phylogenetic relatlonshlps between the diverse
rGyal-rong languages, Frgong, Qiang, Mi i-fiag (Muyd), Tangut, Ersii, Lilsi,
Tosu (Dudxn), Namiyi, Shixing, Guiqiéng, Choyo (Quéyl), Zhaba and
Prinmi (Plimi) have yet to be demonstrated. In short, there is a lot of work
left to be done in Sichuan and Yunndn provinces.

Just like British scholars of the nineteenth century, Jaxontov proposed a
homeland in Sichuan (1977). Subsequently, so did I (van Driem 1998).
Peiros’ classification based on the highest lexicostatistical diversity of pri-
mary taxa purportedly indicates ‘a possible location of the homeland in the
territories south of the Himalayas’, whereas the location of Sinitic could be
‘easily explained as the result of later migration’ (1998: 217). In December
2004 at the 10th Himalayan Languages Symposium in Thimphu, I presented
the argument of the internal linguistic diversity of the family for a Himalay-
an homeland for Tibeto-Burman. Questions of linguistic phylogeny are
fundamentally resolved by historical linguistic comparison, but the location
of the Tibeto-Burman homeland is not just a linguistic question.

In addition to the comparative method, new mathematical models which
aid lexicostatistical comparison may prove a useful tool. Elsewhere I have
discussed the history of lexicostatistics since its invention by Rafinesque in
1831 (van Driem 2005). From the time of Dumont d’Urville (1834), the real
advantages as well as the limitations of Rafinesque’s method of lexico-
statistics have become increasingly evident if the methodology is applied
without the insights of historical linguistics. Hendrik Karel Jan Cowan
(1959) was amongst the first to stress that practitioners of glottochronology
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and lexicostatistics then appeared oblivious to the far greater probabilistic
significance of structural correspondences between grammatical systems. A
second flaw in the reasoning of glottochronology is that different languages
are historically known to have changed at different rates. Finally, the
validity of some of the mathematical models employed in glottochronology
was also challenged, e.g. Bergsland and Vogt (1962), Chrétien (1962), Guy
(1994). '

More recently, however, mathematical models used in glottochronology
have undergone refinement, e.g. Gray and Atkinson (2003). Russell Gray is
making every attempt to accommodate the criticisms of comparative lin-
guists and so increasingly to incorporate historical linguistic insights into his
mathematical model. Such models appear to work fine for Austronesian, a
language family in which cognacy judgements are relatively non-controver-
sial. However, the model can give false and misleading results when based
on cognacy judgements for language families where such judgements are
difficult and more controversial, e.g. Tibeto-Burman. In other cases, the
putative phylogenetic construct is purely hypothetical and the cognacy
judgements remain speculative, e.g. Sagart’s Sino-Austronesian, Starostin’s
Sino-Caucasian (cf. van Driem 2005). Whenever many of the supposed
cognates are not in fact cognate or the putative phylogenetic construct does
not correspond to any reality that ever existed in the past, then the numbers
churned out by the mathematical model will be meaningless, however good
they may look. )

As long as the caveats regarding lexicostatistical models are kept in
mind, then there need not be much harm in using these potentially useful
tools. The lexicostatistical attempt by Déng and Wéng (2003) to arrive at a
tree of some of the Tibeto-Burman languages spoken in China is a good
beginning. Such studies will in time hopefully be extended to cover the
Tibeto-Burman language family as a whole, most branches of which are
represented exclusively outside of China,

DIAGRAM 3 next page: The geographical distribution of the major branches of the
Tibeto-Burman. Each diamond represents not a language, but a major subgroup.

164

S:herie

=
=
Z
=
-~
&
-
.ti
\. i l/'y
Fe
:;
x
fm
=
E
o
??1:
¥
™
&
A
Z
.:d .
FE
i

=
p
Vi
M
;
£

o

v Monaclia

-

Chineie Teskesten

Iran

165

y " Thailind ’




Austroasiatic and Tibeto-Burman in prehistory

At the same time, attempts have been made by various scholars to go be-
yond the maximum time depth usually considered accessible to practitioners
of historical linguistic comparison. For example, Dunn ef al. (2005) have
attempted to use typological features to go beyond the time depth of 8,000
years, give or take two millennia, reconstructible by conventional historical
linguistics. They arrive at a tree for the hitherto unrelatable Papuan isolates
of island Melanesia, which suggests to them a late Pleistocene dispersal,
now visible only as vestigial structural similarities between the languages
and no longer in the form of any reconstructible vocabulary or morphology.
In a similar vein, Johanna Nichols (1992, 1998) has invoked her notion of a
diffusion or spread zone to the Eurasian heartland, but Michael Fortescue
(1998) has shown that such notions can only be meaningfully implemented
when the comparative method has first taken us as far back as it can take us.

In the case of Tibeto-Burman, it would be premature to use typological
comparison of this sort to attain benthic time depths. By the same token,
expediency would appear to be the principal motivation behind a rush to use
mathematical tools for lexicostatistical comparison at a time when most
Tibeto-Burman languages have yet to be documented in adequate detail and
historical linguistic comparison has yet to be carried out to anything
approaching a satisfactory degree of refinement.

2. AUSTROASIATIC

The contours of the Austroasiatic language family were identified by the
American Baptist missionary Francis Mason (1854, 1860), when he realised
that Munda languages of India, such as Kol and Ho, belonged to the same
language family as Mon or ‘Talaing’, spoken in and around Pegu in Burma.
Julius von Klaproth had previously recognised that there existed a family of
languages encompassing Mon, Vietnamese (then more commonly known as
‘Annamitic’), Khmer and Nicobarese. The family subsequently became
known as Mon-Annam or Mon-Khmer, but, after Mason’s addition of the
Munda languages, the name ‘Mon-Khmer-Kolarian’ came into circulation
for the phylum as a whole. Subsequently this unwieldy name was replaced
by ‘Austroasiatic’, a coinage of the Austrian priest Wilhelm Schmidt (1904,

3 The Trans-Himalayan Database Programme <www.iias.nl/himalaya/> serves both tra-
ditional historical linguistic comparison and aims to collaborate with the lexicostatistical
programme developed by Russell Gray and his associates.
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1906). Schmidt’s new label stuck even though his ideas about the family
were decidedly fuzzier than those of some of his precedessors.

Austroasiatic is a sorely neglected field of linguistics that has been kept
alive by a very few passionate and knowledgeable scholars.* Paradoxically,
the level of scholarship in Austroasiatic linguistics is such that this family,
unlike Tibeto-Burman, at least has a tentative family tree. Cumrently, the
most informed and authoritative Austroasiatic Stammbaum is the language
family tree presented by Diffloth (2001,-2005), reproduced in modified form
in Diagram 4. In confrast to earlier family trees, Diffloth’s Austroasiatic
family splits up into three major nodes, i.e. Munda, Khasi-Khmuic and a
new ‘Mon-Khmer’. In this new tripartite division, Munda is still one of the
primary branches of Austroasiatic, representing the native heart of the
Indian subcontinent. The Khasi-Khmuic branch represents what might be
thought of as ‘Inland Austroasiatic’, and a more precisely -delineated
Mon-Khmer represents ‘Littoral Austroasiatic’.

The new Mon-Khmer comprises Khmero-Vietic and Nico-Monic. Each
of the two sub-branches of Mon-Khmer is further subdivided, with
Nico-Monic consisting of Asli-Monic and Nicobarese, and Khmero-Vietic
breaking up into Vieto-Katuic and Khmero-Bahnaric.. Conspicuously, Dif-
floth had initally left out Pearic on purpose because its genetic affinity was
still, as he put it, en chantier, but it is at least safe to say that its greatest
genetic affinity is not with the Munda or Khasi-Khmuic branches, but with
Mon-Khmer. Many more phylogenetic insights are contained in Diffloth’s
burgeoning, highly detailed but as yet unpublished Austroasiatic compara-
tive database.

DIAGRAM 4 next page: Austroasiatic with Gérard Diffloth’s tentative calibration of
fime depths for the various branches of the language family (modified from
Diffloth 2001, 2005). The precise phylogenetic propinquity of Pearic, after
Khmeric loan layers have been stripped off, remains uncertain except that Diffloth
observes that Pearic is Mon-Khmer and not ‘une espéce de vieux khmér’, as some
scholars once maintained. This diagram arranges in a tree-shaped phylogeny the
fourteen recognised branches of Austroasiatic, i.e. North Munda, South Munda,
Khasian, Pakanic, Palaungic, Khmuic, Vietic, Katuic, Bahnaric, Khmeric, Pearic,
Monic, Aslian and Nicobarese.

4 The International Conference on Austroasiatic Linguistics, a forum which convened
only twice in the 1970s, has recently been resurrected. See <www.iias.nl/icaal>.
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Any reconstruction of Austroasiatic population prehistory must start out
from the present and historically attested geographical distribution of
Austroasiatic subgroups. Diagram 5 shows the geographical distribution of
Austroasiatic subgroups with the exception of the recently documented
enclaves of Pakanic in southern China. We can all look forward to Gérard
Diffloth’s new detailed Austroasiatic map which is currently in production.
When we compare the new phylogenetic model for Austroasiatic with the

Austroasiatic and Tibeto-Burman in prehistory
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geographical distribution of Austroasiatic subgroups, a mumber of hypo-
theses concerning the possible location of an Austroasiatic homeland
suggest themselves. In fact, in the past the most diverse homeland sites have
been proposed for Austroasiatic, and most of these are discussed in my
handbook (van Driem 2001: 289-332).

DIAGRAM 5: Geographical distribution of Austroasiatic subgroups (van Driem
2001: 267). Recently documented Pakanic enclaves in southern China are not yet
shown.
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On the basis of linguistic palaeontology Diffloth has argued that the : 3. AUSTROASIATIC: LANGUAGES, GENES AND ARCHAEOLOGY
reconstructibility at the Proto-Austroasiatic level of words for tree monitor, j R . .
ant eater, buffalo, mountain goat, bear cat, elephant, peacock, rhinoceros ‘ The linguistic ancestm.'s of a language community were n.ot neces_sanly
and bamboo rat as well as the rich reconstructible rice cultivation vocabu- the same people as the biological ancestors of that community. We invar-
lary imply that the Austroasiatic homeland was located in the tropics. The iably get .all of our DNA from our biological parents, but. only in most cases
Hémiidu culture at the mouth of the Yangtze (5000-4500 BC) provides the 1s our naive language also that of our parents. So, notwithstanding the pro-
best unambiguous evidence for a population for whom rice is the staple. The babilistic correlation between languages and genes, the discrepancies be-
oldest direct evidence for domesticated rice, however, dates from 6500BC ———— ~—— tween the two versions of prehistory can tell us at least as much about what
and is from the Bashidang and Péngtéushan sites belonging to the Péngtéu- went on 1n th? past as the gr. mdmlﬁtim
shan culture (7500-6100 BC) on the middle Yangtze in what today is Hinén ; The genetic picture also shows a certain sexual dimorphism in linguistic
and from the Jidhu culture (6000-7000 BC) on the Husi river further north in . prehlstory. In Baltistan, located in what today is northern Pakistan, the local
what today is Hénan. : 7 Tibetan dialects are the most conservative of all Tibetan languages, preserv-

Since the archaeological sites reflecting the oldest known rice cultivators : 'ing consonant clusters retained in Classical Tibetan orthography but wholly
are located along the middle Yangtze, Diffloth logically raised the palaco- lost in most other Tibetan dialects. Yet the Balti abandoned the Tibetan
climatological question whether the faunal landscape which existed in this | script after they were converted to Islam in the fifteenth century, although
area at the putative time depth of Proto-Austroasiatic would be compatible native activists have in recent years begun reintroducing the Tibetan script,
with the environment suggested by linguistic palacontology. Clearly, by the e.g. on _shop signs, to the displeasure of central government authorme's.
faunal criterion large tracts of the Indian Subcontinent and Southeast Asia Paradoxically, the old consonant clusters ceased to be pronounced as such in
also remain homeland candidates, most areas throughout Tibet where the conservative indigenous orthography

Any successful correlative study of the historical linguistic picture and ' repr&ﬂenting these p_honologica'l segments remained in use. Genetic studies
the population genetics of the the modemn language communities will have of the Balti populations show intrusive Y haplogroups from the Near East,
to provide an account for the manifest somatological or phenotypical differ- ‘ whereas the n?ltochondnal DNA of t_he Baltis is predf)mmantly 'Ijlbetan
ence between Munda speakers on one hand and speakers of Khasi-Khmuic | mtDNA (Poloni et al. 1997, 2000, Zegal etal 1997, Quintana-Murci et al.
and Mon-Khmer languages on the other, as well as comparably great dif- : 2001, Qamar et a{. 2002). So, the religion of the Balti appears to be a pater-
ferences between Aslian negrito groups and the linguistically closely related ! ' nal heritage, whilst the languages that they speak are htera]ly mother
Nicobarese. The meaningfulness of any conjectures that we base on such | tongues. . .
correlative studies depends on the reliability of the linguistic reconstructions Genetic studies have suggested that the distribution of Indo-Aryan lan-
and language family tree as well as on the degree of resolution, refinement i guage communities in northern India patterns well with intrusive Y haplo-
and thoroughness of sampling of our genetic assays. | group frequencies emagatmg from the northwest, reflecting what many -

' linguists and archaeologists had long thought about Indian prehistory. The

Operating on the assumption that frequen adients of Y haplogroups, : . . ; = )
mtDNA polymorphisms or autosomal l;.;lploge%r may correlate pfecirelypor ! picture of an Aryan invasion emerging from the Bgveda, in the words of
partially with the distribution of Austroasiatic language communities, we s Mortimer Wheeler, con.stz_mtly assumes the form of an onslaught upon the
may still wonder whether such gradients necessarily reflect the people who walled c1t1es‘ of the aborigines’, i.e. the puras, and the Aryan god Indra is a
introduced and disseminated any putative proto-language, puramdara ‘destroyer of aboriginal forts’, who shattered ninety such strong-
. ‘ holds (1966, 1968). Many scholars have connected this destruction of abo-
| riginal fortresses and the conquest of subjugated Dasyus recounted in the
Aryan hymns to the extinguishing of the Indus Valley civilisation. At any
E rate, the activities depicted were a predominantly male occupation. Genetic
1 studies have suggested that the Y haplogroups L, Rla and R2 spread from
‘ the northwest along with Indo-Aryan language across northern India and to
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Ceylon, whereas mitochondrial lineages prevalent in India are overwhelm-
ingly indigenous to the Subcontinent (Kivisild et al. 1999a, 1999b, Wells et
al. 2001, Cordaux et al. 2003, Kivisild et al. 2003, Baig ef al. 2004, Cordaux
et al. 2004a, Metspalu et al. 2004, Quintana-Murci ef al. 2004, Thangaraj ef
al. 2005). At the same time, the spread of Indo-Aryan languages unambigu-
ously attests to an ancient linguistic intrusion into the Subcontinent from the
northwest.

So, were Vedic and Avestan introduced as father tongues? At the
Indo-Pacific Prehistory Association conference in Taipei in 2002, I gave the
name ‘Father Tongue hypothesis’ to the correlations observed between lan-
guage spread and the geographical distribution of Y haplogroup frequencies
by Poloni et al. (1997, 2000). One of the areas where this hypothesis ap-
peared to hold was the linguistic intrusion of Indo-European into the Indian
subcontinent from the northwest. A recent study by Sahoo et al. (2006),
however, attempts to challenge this Y chromosome picture which has
emerged from several previous population genetic studies.

Their study is a major leap forward, but the sampling is still coarse, and
the survey neglects to systematically distinguish between Turks, Kurds and
other language communities in the Near East and between Indo-Iranian and
Turkic language communities in Central Asia. A fine-mesh and more
ethnolinguistically informed sampling remains a realisable goal. More -cru-
cially, the reasoning in Sahoo ef al. (2006), edited by Colin Renfrew, omits
to take note that Central Asia saw major incursions of Altaic populations in
historical times. An ethnolinguistically low-resolution survey of present
Central Asia Y chromosomal genography cannot be presumed to reflect the
genography of the region during, say, the Bronze Age Andronovo culture
and the Bactria Margiana archaeological complex.

In fact, the probable replacement of Y chromosomal lineages during the
Altaicisation of Central Asia is consonant with the observation made by
Sahoo ef al. (2006) that the Y haplogroups E, I, G, J* and R1*, which have
a combined frequency of 53% in Turks of Asia Minor and 24% in Central
Asia, are virtually absent in India, except for a trickling of R1*. Also absent
in India are haplogroups C3, D, N and O, which are ‘specific to Central
Asia’, where they have a combined frequency of 36%. Likewise, the
complete absence in India of the derived C3 lineages, which account for
over 95% of the C haplogroup variation in Central Asia, ‘cannot be ascribed
to a recent admixture from the north’ (op.cit. 845). At the same time, the J2
haplogroup, which appears to emanate from the Arabian Peninsula and,
unlike haplogroups N and Rla, attains no high frequency in Ceylon,
‘indicates an unambiguous recent external coniribution, from West Asia
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rather than Central Asia’ (op.cit. 87), and indeed this gradient probably re-
flects the historically attested male-borne eastward spread of Islam.

The population genetic work is ongoing, and some preliminary findings
are prone to being interpreted prematurely in terms of their potential
significance for population prehistory. Just two years ago, an article by
Langstieh ef al. (2004) created a stir amongst scholars of Kbasi because the
study addressed the provenance of the Garos and Khasis of the Meghalaya.

T This valuable—contribution-raised-more-questions than it_answered. The

researchers claimed that the population of the Meghalaya is homogeneous,
whereas the Garos and Khasi tribes are linguistically unrelated. Judging
from their median joining network, the Garos would appear to be an ethnic
subset of the Khasis, something which suggests that the Garos are more
homogeneous as a group than the Khasi tribes. Moreover, the purported
homogeneity of the populations of the Meghalaya was based on comparsion
with the Chinese and North American indians! Obviously it would be more
meaningful to conduct fine-mesh genetic comparison of the Khasi with
Pakanic, Palaungic and Khmuic language communities, who are their clos-
est linguistic relatives. By the same token, fine-mesh studies should be
undertaken to compare the Garos with the Bodos, Rabhas and Dimasas, who
are their closest linguistic relatives, as well as other linguistically less
related population groups of northeastern India.

Microsatellites or short tandem repeats (STR) are highly polymorphous,
but the short tandem repeats chosen by Langstieh ef al. were not necessarily
the optimal choice as genetic markers for gauging differences between
closely related populations. In all of the Himalayan groups which we have
been testing — and our sampling represents a highly varied and heterogen-
eous collection of peoples and language communities — we do not always
see that much variation in the short tandem repeats as these researchers have
found in the Meghalaya (Kraaijenbrink ef al. 2006a, 2006b, Parkin ef al.
2006a, 2006b). So, the peoples of the Meghalaya show up as a highly hete-
rogeneous population, but the researchers cannot yet know this for sure, for
they have not been able to compare their findings with data on other rele-
vant groups. Further studies will have to corroborate the impression that the
Meghalaya may be an area where the antiquity and genetic heterogeneity of
the populations is relatively great. _

In addition to the studies already mentioned, relevant population genetic
studies have begun to chart the autosomal lineages, the mitochondrial or
maternal lineages and the Y chromosome haplogroups representing the
paternal lineages of Austroasiatic language communities and neighbouring
population groups, e.g., Ashma e al. (2002), Banerjee ef al. (2005a, 2005b),

173




Austroasiatic and Tibeto-Burman in prehistory

Debnath and Chaudhuri (2005), Ding et al. (2000), Kashyap ef al. (2002a,
2002b), Krithika ef al. (2005), Kumnar ef al. (2004), Maity ef al. (2003),
Sahoo et al. (2002), Shi et al. (2005, 2006), Singh ef al. (2006), S et al.
(1999, 2000), Thomas ef al. (2004), Watkins et al. (2005).

DIAGRAM 6: Spatial f_requency distribution of Y haplogroup 02a for caste popula-
tions [big map] and tribal populations [inset map], reproduced here from Sahoo ez

al(2006: 846).
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be said of many Indian mitochondrial lineages (Kivisild et al. 1999a, 1999b,
2003).

Chaubey (2006) has ascertained that R7a is a salient mitochondrial hap-
logroup characterising Munda language communities in Jharkhand, Chattfs-
gadh and Bihar and that the related mtDNA haplogroup R7b features sal-
iently in maternal lineages of Dravidan tribal populations in the same geo-
graphical range, where they generally inhabit more southern portions of this

Much progress has been made in Y chromosome phylogeny since the
seminal contribution by Underhill ez al. (2001). A number of research teams
have mooted a possible link between the distribution of Austroasiatic lan-
guage communities and the M95 mutation, i.e. Y chromosomal haplogroup
02a, e.g. Su et al. (2000), Kayser et al. (2003), Kivisild et al. (2003), Cor-
daux et al. (2004b). Frequency gradients for Y haplogroup O2a are mapped
for the Indian Subcontinent and Southeast Asia by Sahoo et al. (2006) and
are shown here in Diagram 6. At the same time, maternal lineages of Munda
groups appear to be old and indigenous to the Subcontinent, as indeed can
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area than the Munda-language communites. The R7 lineage is hardly found

ouiside of this geographical area, is exceedingly rare in caste populations
and has not been found in Tibeto-Burman populations. Does R7 then repre-
sent the maternal signature of an ancient indigenous South Asian population
to whom ancient bearers of the Y-chromosomal haplogroup O2a intrcduced
Austroasiatic language from the northeast whilst other ancient males intro-
duced Dravidian language from the west? What seems to be clear from the
mitochondrial picture at any rate is that the Munda maternal lineage derives
from early human settlers of the Subcontinent, whilst one of the predom-
inant Y chromosome haplogroups in Austroasiatic language communities in
India argues for a Southeast Asian paternal homeland for Austroasiatic.

Sahoo et al. (2006: 847) rightly caution ‘against simplistic interpretations
of either linguistic or genetic correlations’. By the same token, some of the
formulations in Sahoo et al. (2006) provide grounds for cautioning against
the use of a single explanatory model in our interpretation of the genetic,
archaeological and linguistic data. Portions of the article reflect a Hinein-
interpretieren of the Farming-Language Dispersal theory into the genetic
findings. This slant in no way diminishes the value of the correlation of the
Y chromosomal haplogroup O2a with the geographical distribution of Aus-
troasiatic language communities proposed by various research teams, viz.
St et al. (2000), Kayser et al. (2003), Kivisild et al. (2003), Cordaux et al.
(2004b), Sahoo ef al. (2006). Yet this single-model interpretation of genetic
findings raises a more general issue which is of central relevance to the
ways that we think about the prehistory of language families such as Austro-
asiatic.

1t is tempting to assume that genes, languages and archaeological hori-
zons have always tended to move in tandem with the incremental spread of

"Neolithic agriculture and to convince ourselves that this model generates the

most parsimonious explanations. In fact, realities on the ground were often
more complex. This complexity is not only suggested by the dissonance
between the different pictures of prehistory reconstructible through the three
disciplines, but more so by the multi-layered nature of the distinct pictures
which emerge from linguistics, population genetics and archaeology. For
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example, Ossetian, an East Iranian language is spoken in an area which lies
decidedly to the west of most West Iranian language communities, attesting
to the ancient migration of the Alans and Sarmatians to the north central
Caucasus.

The geographical distribution of gene frequencies not only reveals dis-
tinct migrafions, sometimes in opposing directions at different time depths,
but-detailed future studies may also enable us to ascertain the relative chro-
nology of the distinct layers of genetic diffusion at different times across the
same areas. Archaeology defines specific cultural assemblages with defin-
able horizons and identifiable colonial exponents. The farming-language
dispersal model necessarily works in the case of Austronesian, where the
geographical spread of the language family has to a major extent resulted
from the colonisation of previously uninhabited insular environments ema-
nating from Formosa, or perhaps from Hémiid: via Formosa.®> Yet we must
question whether the latter theory has the same explanatory power to
account for the spread of language families under the circumstances which
prevailed on the land masses where most of prehistory unfolded. For an
archaeologist contemplating language families, the urge is inevitably irre-
sistible to associate the geographical spread of technologically advanced
Neolithic civilisations into more backward areas with the spread of peoples
and language families.

More fundamentally, the premisses of the farming-language spread
theory ought to be questioned. The surplus generated by an agricultural eco-
nomy and the stratified social and command structure enabled by a
Neolithic lifestyle are held to have driven demographic spread into many
areas. This argument is plausibie, but this argument is not the crux of the
farming-language dispersal theory. Crucial to the model is the tenet that the
incremental spread of the Neolithic as such is associated with ‘the founda-

" tion dispersals’ of language families. This theory therefore presumes that the
ancient spread of language families unfolded in the same direction as the
demographic spread driven by Neolithic agriculture.

5 The Hémtidd culture at the mouth of the Yangtze (5000-4500 BC) provides the bestun-

ambiguous evidence for a population for whom rice is the staple. The oldest direct evidence
for domesticated rice, however, dates from 6500 BC and is from the Bashidang and Péng-
toushén sites belonging to the Péngtoushan culture (7500-6100 BC) on the middle Yangtze
in what today is Hiinén and from the Jiihd culture (6000-7000 BC) on the Hudi river further
porth in what today is Héndn. Cultivated rice has been recovered from Egf§ B Nanguanli in
southeastern T4iwan dating from ca. 3000 BC (Tsang 2004).
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The very opposite may be what actually happened in many cases. Across
the Fertile Crescent, agriculture was adopted by ethnolinguistically unrelat-
ed populations, and agriculture spread effortlessly across ethnolinguistic
boundaries without disrupting them in any significant way. Sumerian picto-
graphic script, developed ca. 3200 BC, appeared millennia after the inven-
tion of agriculture. Sumerian, Elamite, Akkadian,b Hurrian, Hattic and other
contemporaneous agricultural civilisations were in all likelihood not the first
cultivators-of-the region. Yet-even these antique agricultural language com-
munities have left no surviving linguistic descendants. The earliest recorded
and reconstructible history of the Near East bears witness to the permeabi-
lity of linguistic boundaries for the dissemination of agriculture and crops.

The Bronze Age of Asia Minor and Mesopotamia is characterised by a
long period of incursive population movements into, rather than out of
Anatolia and the Fertile Crescent, lured by the relative affluence of urban
centres supported by agricultural surplus. Gutzans, Amorites, Kassites and
other peoples were drawn in by the promise of the good life. Most linguistic
reconstructions presume that Indo-European groups such as the Hittites and
Mitanni likewise came to settle in Asia Minor and the Fertile Crescent from
elsewhere. Toponymical evidence and details about the cults of certain dei-
ties have been used to argue that even the Sumerians originally migrated
from an earlier northern homeland to lower Mesopotamia. Were the motiva-
tions of migrating peoples in agricultural and pre-agricultural societies and
the complexity of their movements genuinely different and more monolithic
at the Neolithic horizon than at later times in prehistory?

Tidings of technologically advanced urban societies may in the course of
prehistory have provided ample motivation for migration, with enticing
prospects of plunder and material advancement. We must consider such
alternatives especially in those cases where the linguistic picture suggests a
radically different view of prehistory than does the spread of material cul-
ture as reflected in the known archaeological record. The introduction of
Proto-Sinitic, a branch of Tibeto-Burman, into the Yellow River basin is a
case in point. This theory, which I shall call the Centripetal Migration
model, is diametrically opposed to the centrifugal Farming-Language Dis-
persal theory. The Centripetal Migration model may also apply to portions
of Austroasiatic prehistory.

6 Today Afroasiatic languages are spoken throughout this area, but none are descended
directly from the extinct branch which Akkadian represents.
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More crucially, an essential trait of the Centripetal Migration theory is
that this model assumes that migrations in prehistory could have unfolded
both in centrifugal and centripetal directions with respect to centres of
technologically advanced and later urban civilisations. The motives for
migrations were_no_doubt diverse, and no single model, such as the
Farming-Language Dispersal theory, can account for all demographic
developments and linguistic intrusions, even across the Neolithic horizon.
Even the chief proponents of the Farming-Language Dispersal theory do not
entertain the idea that all languages were spread by early farmers, e.g.
Bellwood (2005). At the same time, we must also not lose sight of the fact
that vast tracts of the Himalayas, Burma, northeastern India and neighbour-
ing southwestern China remain archaeologically under-explored or unex-
- plored.i

DIAGRAM 7: The portion of the Y chromosome phylogenetic tree relevant to the
Father Tongue hypothésis with regard to Austroasiatic, provided by Mark Jobling
and Emma Parkin. o ;
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In conclusion, groundbreaking research in population genetics has begun
to suggest that the geographical distribution of Austroasiatic may be con-
nected to a well-defined Y chromosomal haplogroup. The Father Tongue
hypothesis may also apply to Austroasiatic, either wholly or in part, on the
basis of the population genetic studies completed to date. The veracity of the
Father Tongue hypothesis is the inherent underlying assumption when
geneticists propose that a particular Y haplogroup, say O2a, corresponds to
the geographical spread of a particular language family, such as Austro-
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asiatic. Diagram 7 illustrates the portion of the Y chromosomal phylogeny
thought to be relevant to Austroasiatic.

However, Austroasiatic is an old language family, and we would expect
the population history of this family to be at least as complex as that of
Tibeto-Burman, if not more so. Careful correlation of linguistic and popula-
tion genetic findings may enable us to reconstruct early language contact
situations and ancient cases of language shift and linguistic intrusions that

Khasi-Khmuic and Mon-Khmer language communities as well as between
the Aslian negrito populations, Aslian non-negrito populations and the
Nicobarese. The Father Tongue hypothesis may not apply in all cases for the
biological ancestry of all Austroasiatic language communities, just as lan-
guage spreading solely via the paternal line cannot account for the linguistic
identity of all Tibeto-Burman populations, e.g. maternal Balti vs. paternal
Han.

Although Sahoo et al. (2006) clearly favour a Southeast Asian homeland
for Austroasiatic, their findings cannot yet conclusively establish that South-
east Asia is the point of origin for the O2a haplogroup. The exciting hypo-
thesis that the O2a haplogroup may correlate with linguistic spread of Aus-
troasiatic also remains to be demonstrated in convincing detail. A fine-mesh
genetic sampling of all Austroasiatic populations — not just the most popu-
lous, national majority or prestige groups — will be required and the topo-
logy of the haplogroups in question will have to be determined in order to
ascertain which precise area could be the probable point of origin of poly-
morphic genomic markers which could be correlated with the linguistic
spread of Austroasiatic. Furthermore, the detailed geography of the entire O
branch of Y chromosomal haplogroups has yet to be reconstructed at a satis-
factorily high resolution. I call upon all interested parties to join forces and
help us in this endeavour.

4. TIBETO-BURMAN: LINGUISTIC AND BIOLOGICAL ANCESTORS

What do genetic studies tell us about the spread of Tibeto-Burman?
Pioneering work in the 1990s found the genetic distance between Mandarin
speakers in the north and Tibetans to be far less than between southern Han
Chinese and Mandarin speakers (Cavalli-Sforza, Menozzi and Piazza 1994:
225), even though southern Han populations such as the Cantonese and Min
speak Sinitic languages. The genetic discrepancy between southern Han and
northern Han then already appeared to corroborate what we knew about the
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history of China, particularly with respect to Han linguistic and cultural
expansion.

The Qin launched a brutal campaign to subdue the ‘one Hundred 4
Yué’ tribes of southern China in 221 BC, but resistance by indigenous popu-
lation groups persisted fiercely, and Qin control over these areas was lost
after the death of the first Qin emperor in 210 BC. The Han dynasties were
able-to-consolidate Qin territorial gains and even expand further. In the
south, the newly consolidated Sinitic state underwent territorial expanswn
into the eastern half of Yinnin overthrowmg the ji& Dian kingdom in 109
BC, then subduing the region of 48P Lingnan in 111-112 BC, an area com-
prising modern Guéngxi and Guiingddng provinces, Hiin4n island and what
today is northern Vietnam. Mountainous Fijidn only became sinified much
later, durmg the period of the Three Kingdoms in the aftermath of the Wu
state’s invasion of the southeast ca. 260 AD.

More recently, a population genetic study of 23 Han populations (Wen et
al. 2004a) has further corroborated the picture which linguists and historians
had of a martial and therefore male-biased Han expansion southward during
the sinification of what today is southern China. Southern and northern Han
populations were found to share roughly the same mean frequency of
around 54% for the Y chromosomal haplogroups 03-M122 and O3e-M134,
both characterised by the M122-C mutation. On the other hand, southern
Han were found to have a higher frequency than northern Han, viz. 19% vs.
5%, for the mutation M119-C, characterising Y chromosomal haplogroups
O1* and Olb, and the mutation M95-T, typifying haplogroups O2a* and
O2al. These haplogroups are known to be frequent in Daic, Austroasiatic
and Hmong-Mien populations south of the Yangtze.

Moroever, southern Han were found to have an average frequency of 4%
for the haplogroups O1b-M110, O2a1-M88 and 03d-M7, likewise frequent
in pre-Sinitic populations south of the Yangtze, whereas these haplogroups
were not found in northern Han. By contrast, the maternal lineages of south-
ern Han showed an overall frequency of 36% for the mitochondrial haplo-
types A, C, D, G, M8a, Y and Z, typically widespread in northern East Asia,
as opposed to an overall frequency of 55% in northern Han. Mitochondrial
lineages predominant in Daic, Austroasiatic and Hmong-Mien populations
south of the Yangtze, i.e. haplotypes B, F, R9a, R9b and N9a, were found in
a frequency of 55% in southern Han as opposed to 33% in northern Han,

In short, the southern Han paternal lineage shows preponderant northern
Han penetration alongside a faint pre-Sinitic signature. Males from the north
were the primary contributor to the paternal gene pool of southern Han pop-
ulations, whereas the mitochondrial DNA of southern Han populations con-
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tains roughly equal contributions from pre-Sinitic and Han maternal ances-
tors. The Father Tongue hypothesis appears to apply for Sinitic in the form
of the Han demic expansion, at least on the basis of population genetic
studies completed to date. Although there must be numerous contrary cases
such as the Tibetan mother tongues of Baltistan, as a general principle the
Father tongue hypothesis may at many times and in many places in prehis-
tory have been an important mechanism in language shift.

>

their spouses to their offspring has major implications for our understanding
of language change. If the language shift giving rise to the Sinitic languages
and perhaps also the eastward spread of Indo-Aryan speech across northern
India took place in this way, then could languages in some cases in the long .
course of prehistory have begun as languages belonging to another phylum
until they reached the stage currently attained by Michif?

In origin at least, Michif is genetically an Alqonquian language that was
spoken by women who relexified the language with the French spoken by
their husbands to such an extent that the genetic affinity has nearly been ob-
scured (Bakker 1992, 1994, van Driem 2001: 169-173). If the process of
relexification were to continue beyond the stage attained by Michif, then a
language could conceivably change its genetic affinity even though the dyn-
amics of the process would introduce a discontinuity with its past. Can such
a process ever be reconstructed linguistically? A recent study of Chinese
dialects indicates that the diversification of Sinitic languages did not
proceed in a tree-like fashion (ben Hamed and Wang 2006).

At a deeper time depth, what can we say about the origin of the Sinitic
branch as such? Genes do not tell us which linguistic intrusions took place
in prehistory. For this linguistic georgraphy is a better indicator. Population
genetics tells us about the spread of genotypes, whether this is caused by
circumstances of origin, migration or natural selection. Geneticist have
looked for markers which identify Hungarians as a Uralic language commu-
nity and failed to come up with much. Even the Y chomosomal haplogroup
N-TatC (N43), which is found at a high frequency throughout all Uralic
language communities, does not seem to be prevalent in Hungary. Outside
of Uralic speech communities, the haplogroup is also found at a high fre-
quency amongst the Yakut, Even and Tuva.

Rather, Hungarians look genetlcally quite a lot like a Western Slavic lan-
guage community, and there is very little trace at the moment of a Uralic
genetic signature (Tambets et al. 2001). Perhaps the early Magyars who
penetrated Pannonia introduced a Uralic language but not much else. Per-
haps Uralic Y chromosome lineages died out in Hungary for some reason.
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Whatever the case may be, the Hungarian language constitutes incontrovert-
ible linguistic evidence that the Magyars did come to Pannonia. The histori-
cally attested Magyar linguistic intrusion may be genetically invisible, but
the Hungarian language is linguistically palpably manifest. Given the ex-
tremely low population numbers which characterised prehistoric human
demography, it stands to reason that no colossal throng of people was
needed to effectuate a linguistic incursion.

By the same token, let us keep in mind that the linguistic ancestors of the
Chinese were Tibeto-Burman, but there is no a priori reason for assuming
that the biological ancestors of the Han Chinese derived predominantly from
ancient Tibeto-Burman speech communities. Earlier studies have been inter-
preted to indicate movements in all directions. However, work by our own
team on the Y chromosome indicates that the linguistic ancestors of the Han
Chinese and at least some portion of Han biological ancestry in the paternal
line were the same people. Moreover, genetic studies do not reveal a simple
picture of our past, but a multi-layered pattern of movements in different
directions at different time depths, and sometimes these migrations are char-
acterised by a certain sexual dimorphism or gender bias, whereby women
quite often get left at home.

DIAGRAM 8 next page: Contour maps showing the geographical distribution of Y
haplotype frequency, reproduced here from Shi (2005: 414), based on assays which
were not yet able to include most Tibeto-Burman language communities. Haplo-
group labels in their diagrams deviate from the conventional 2003 and 2005 nom-
enclatures of the Y Chromosome Consortium. What is called ‘M7 (O3a4)’ here is
haplogroup M7 (0O3d) in the 2003 Y Chromosome Consortium nomenclature or
M7 (O3c) in the as of yet insufficiently verified 2005 Y Chromosome Consortium
tree. What in this diagram is labelled as haplogroup “M134 (O3aS5)’ is haplogroup
M134 (03e) in the nomenclature of the 2003 Y chromosome tree with its smaller
and more reliably documented set of single nucleotide polymorphisms, or M134
(03d) in 2005 Y Chromosome Consortium nomenclature. Both ‘M117D (O3a5a2)’
and ‘M134D (03a5b)’ are subgroups of haplogroup M134 (O3e) or, in 2005 nom-
enclature, of haplogroup M134 (O3d). What in this diagram is labelled as ‘M122
(03)’ is indeed M122 (03), and the mutation ‘M324 (O3a)’ is purported to be a
single nucleotide polymorphism (SNP) that characterises all lineages derived from
M122 (03), i.e. O3a through O3e (or O3a through 03d), except O3*.

182

George van Driem

T A2 (03)

HE as2ac cosa)

183




Austroasiatic and Tibeto-Burman in prehistory

The reduced polymorphism of northern populations of East Asia, which
represent a subset of the haplotypes found in southern populations, was
taken to reflect the peopling of the north after the Ice Age (S ef al. 1999),
whereas the extremely high frequency of HS, a haplotype derived from
M122C, was seen as reflecting a genetic bottleneck effect that occurred dur-
ing an ancient southwesterly migration about 10,000 years ago, suggesting a
demic diffusion at the outset of the Neolithic (S et al. 2000, Ding et al.
2000, Shi et al. 2005). Another study suggested that Han Chinese did not
originate in the Yellow River basin but had more recently migrated to this
area from southwestern China (Chii ef al. 1998). Comparison of haplogroup
frequencies exhibited by Tibetans vs. Tijia, Bi and Lolo-Burmese groups
showed all Tibeto-Burman groups to have a high frequency of the Y-chro-
mosomal haplogroups O3e and O3*, with the average hovering approxi-
mately around 40%. The findings were interpreted as supporting a slightly
male-biased infiltration from the Bodish area in Amdo into Yiinnan and Ho-
nan about two and a half millennia ago, though ‘the less drastic bias be-
tween male and female lineages’ suggested that these putative southward
migrations ‘likely occurred with the involvement of both sexes rather than
as conquests involving expedition forces primarily consisting of male sol-
diers’ (Wen et al. 2004b).

These pioneering genetic studies are highly insightful, but they are limit-
ed by the fact that most Tibeto-Burman language communities and even
most branches of the language family are exclusively represented outside of
China. The picture of the Tibeto-Burman past has been rendered far more
compl‘?te by findings of our research team, which has conducted the most
extensive sampling of Tibeto-Burman populations in the Himalayan region
(Kraaijenbrink ef al. 2006a, 2006b, Parkin ez al. 2006a, 2006b, Tyler-Smith
et al. 2006).” Tibeto-Burman language communities in northeasten India

7 Our findings are not contradicted by other recent genetic studies on populations of
East and Central Asia (Hu et al. 2005a, Hu et al. 2005b, Hu et al. 2005c, Hu et al. 20054,
Liang et al. 2005, Lin et al. 2005, Xue et al. 2005, Yang et al, 2005, Zhu et al. 2005, Chen
et al. 2006, Kang and Li 2006, Shi er al. 2006, Zhang et al. 2006) or relevant portions of the
Indian subcontinent (Ashma and Kashyap 2002, Sahoo and Kashyap 2002, Kashyap ez al.
20022, Kashyap et al. 2002b, Maity ef al. 2003, Kumsr et al, 2004, Langstieh et al. 2004,
Thomas et al. 2004, Banerjee et al. 20052, Banerjee ef al. 2005b, Debnath and Chaudhuri
2005, Krithika et al. 2005, Watkins et al. 2005, Singh et al. 2006). DNA testing on probably
Tibeto-Burman mummies in the Kili GandakT valley has yet to test for the relevant markers
(Alt et al. 2003).
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and southwestern China have yet to sampled in as rigorous and fine-mesh a
fashion as has been done in Nepal and Bhutan,

If we were to assume the veracity of the Father Tongue hypothesis for
Tibeto-Burman in general with the exception of cases such as Baltistan, then
our team has identified a Y-chromosomal haplogroup that may be specific-
ally correlated to the early spread of Tibeto-Burman language communities.
Frequency gradient maps for the relevant haplogroup would be somewhat
indicative of -a-possible-locationfor-the Tibeto-Burman homeland. More
instructive, however, would be the identification of a precise geographical
locus, if one can be said to exist, for the root of the topology of the relevant
haplogroup. Our results will be published in due course in an appropriate
population genetics journal, and I am not at liberty to detail the findings
here. However, suffice it to say that one highly plausible interpretation of
these findings would be commensurate with one of the scenarios outlined in
the following section of this paper.

Far away to the south, in the Brahmaputran basin and the Indo-Burmese
borderlands, however, some of the spread of Tibeto-Burman may have been
at the expense of indigenous Austroasiatic populations who were assimilat-
ed linguistically. The Y haplogroup O2a is represented at a frequency of
77% in Austroasiatic groups in India and 47% in Tibeto-Burman groups of
northeastern India (Sahoo ef al. 2006). This patterning could suggest that
Tibeto-Burman paternal lineages may have partially replaced indigenous
Austroasiatic lineages in the northeast of the Indian Subcontinent and that
Austroasiatic populations preceded the Tibeto-Burmans in this area, as lin-
guists and ethnographers have speculated for over a century and a half.

5. TIBETO-BURMAN: LINGUISTIC ANCESTORS AND MATERIAL CULTURE

Linguistic palacontology has begun to suggest that the early speakers of
Tibeto-Burman languages, or a subset thereof, were already agriculturalists
as well as hunters. On the other hand, the Limbu, Lohorung, Dumi and other
Kiranti groups in the eastern Himalayas retain lore whereby their ancestors
once only practised hunting and gathering and then one day became culti-
vators. The transition to a sedentary agricultural lifestyle no doubt occurred
in the hoary past, yet the memory of this episode is kept alive as if it were a
recent historical event. Could the Kiranti ancestors have been farmers who
were forced by circumstances at some point to revert to a hunter-gatherer
existence, only for their descendants in some later period to return to seden-
tary agriculturalism? The antiquity of oral traditions is difficult to ascertain,
yet millets must have played a key role in Tibeto-Burman culture for a long
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time, as attested by reflexes for Setaria italica in languages as far flung as
Old Chinese #% Ptsik in the Yellow River basin and Lhokpu cd’kto “foxtail
millet’ in modern southwestern Bhutan.8

Both foxtail millet Setaria italica and broomcorn millet Panicum milia-
ceum and were staples in what today is northern China, where they are first
found to occur in the Péiliging culture (6200-5000 BC). No archaeological
sequence provides evidence for their prior domestication, and neither north-
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heritage retained amongst groups like the Kiranti in eastern Nepal and the
Gongduk of eastern Bhutan. Wherever the older stratum of shamanism and
sacrifice has been retained, the role of millet beer and millet brandy takes
centre stage. I cannot help but look with Kiranti eyes at the plethora of ela-
borate bronze ritual vessels for beer and distilled spirits which appear in the
Shang and Zhou period. These diverse ornate liquor vessels have been label-
led by archaeologists variously as #ill gi ‘beaker’, 7& hi ‘liquor yessel’, B

ern China nor Korea have yet yielded any archaeological data on subsis-
tence for the period between 10000 and 6500 BC (Crawford 2006: 80-81,
91), even though by far ‘most archaeological fieldwork has taken place in
the eastern half of China’ (Underhill and Habu 2006). Domesticated foxtail
millet derives from green foxtail millet, i.e. Setaria italica, subsp. viridis.
Broomcorn millet is known to grow throughout Eurasia as a weed, and the
wild form has been denominated subspecies ruderale. The early Neolithic in
northern China is therefore in effect defined by the appearance of ceramic
communities, although the appearance of ceramic communities in Korea and
Japan are conventionally not interpreted as representing agricultural com-
munities (Underhill and Habu 2006).

For Kiranti groups of eastern Nepal no sacred ritual can be preformed
without millet beer and distilled millet spirits. This applies particularly to
ceremonies to commemorate and revere the ancestors, at which millet beer
and millet brandy are indispensable. In Nepal, Setaria and Panicum have in
many areas been replaced with finger millet Eleusine coracana, a crop ulti-
mately of African provenance. Yet in parts of Nepal as well as in Bhutan,
Panicum, Setaria and other millets are still widely cultivated, though these
crops are on the decline due to our headlong global rush towards ‘improved’
monocultures. Amongst the Gongduk community in Bhutan, for example,
broomcorn and foxtail millet are prized as the staples sacred to the tribal an-
cestors.

In the Himalayas, groups which have undergone either strong Aryan reli-
gious and Hindu cultural influence or the influence of Buddhism emanating
from the Tibetan plateau preserve less faithfully the Tibeto-Burman cultural

8 The Lhokpu are an inbred and genetically highly distinct group within the Himalayan
region as a whole (Kraaijenbrink ef al. 20062, Parkin ef al. 2006a). The impact of matri-
locality and cross-cousin endogamy is clearly discernible in the genetic signature of this
language cornmunity, Many of the ancient Tibeto-Burman groups may have been matrilin-
eef:'li;lilauﬂoca] societies with uxorilocal marriage such as the modern Lhokpu and Gongduk
of Bhutan.
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zan “liquor vessel’, fifl zhi *goblet’, fif gong ‘animal-shaped-liquor recep-

tacle’, AR bei ‘beer bowl’, B you “spiced millet liquor vessel’, 5 jid ‘vessel
for libations in honour of the ancestors’, 7& hé¢ ‘vessel for mixing liguor’, £
yf “large liquor container’, % &7 ‘liquor receptacle’, fii§ /ing ‘liquor recep-
tacle, modified from the 1&i’, %4 jué ‘decanter’and B% jué ‘decanter’. These
receptacles were used for storing, blending, serving beer and spirits brewed
from the millets Sefaria and Panicum, sacred to the ancestors of the Kiranti,
the Gongduk and the Chinese.

So, were broomcorn millet and foxtail millet first cultivated in what
today is northern China, where evidence of their domestication appears as
early as 6200 BC, or were they first domesticated somewhere in the expanse
of territory between Shinxi and the eastern Himalayas, where these crops
are still cultivated by indigenous Tibeto-Burman peoples today? Are the
Lhokpu descendants of early agricultural colonists from the Yellow River
basin who forged their way across the Tibetan plateau, over the towering
Himalayas and down its southern flanks into the dense malarious jungles on
the western duars in search of arable land? Or did the linguistic ancestors of
the ancient Chinese migrate up from the jungles of the Brahmaputran plain
across the white peaks of the Himalayas to make a long trek to what is now
the North China plain in search of fertile fluvial plains far away?

Before we cast our inquiry in such a mould, we must ask what the first
domestication of crops can tell us about the spread of language families. The
Neolithic spans a vast stretch of time, and this long period was no doubt not
characterised by demographic stasis. The linguistically reconstructible past
has a shallower time depth than the prehistory of human habitation in the
region. Ancient humans inhabited at least the foothills of the Himalayas,’

9 The Himalayas are the most prominent barrier along the Movius line, beyond which
Homo erectus populations colonising eastern Asia either lost or abandoned their advanced
Acheulian stone knapping technologies. Based on an archaeological survey in Dang Deu-
Khurf in western Nepal and in the foothills of the eastern Terai along the Rato Khola, Corvi-
nus concluded that palaeolithic “sites are rare and that hand-axe makers were not frequent
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and anatomically modern humans later inhabited even the Tibetan plateau in
palaeolithic times (Zhang ez al. 2003, Madsen ef al. 2006). Yet the palaco-
lithic of the Himalayan region, including the Tibetan plateau, remains large-
ly unexplored and unknown. As for the early Neolithic inhabitants, the very
first cultivators may not have left any linguistic descendants at all. This
point was made clear for the Bronze Age Near East in the previous section.

Therefis—no—reasonfto—thinkfthatfprehistoricfeventsfdidfnouranspirefin,a\

parallel fashion in the Yellow River basin. A reasoned correlation of the
archaeological record with the reconstructible linguistic past and the com-
plex picture emerging from population genetic studies may help us recon-
struct some of what actually happened. Archaeology, comparative linguis-
tics and population genetics give us three different versions of prehistory,
and in the handbook (van Driem 2001), T argued for keeping these three dif-
ferent versions of prehistory distinct. In a similar vein, Karafet e al. (2001)
argue for a ‘multilayered, multidirectional and multidisciplinary framework’
and insist that ‘more realistic models for the underlying processes leading to
the modern population structure of East Asia will have to accommodate
more complex multidirectional biological and — especially — cultural in-
fluences than earlier explanatory paradigms’ (2001: 626). '
Cultural traits, crops and the names for crops could have come along
with a community of speakers but are alsc known to diffuse back and forth
across language boundaries or to be adopted by newcomers to an area from
an older resident population. So this view varies fundamentally from a pro-
gramme that seeks to see genes and languages spreading monolithically in
tandem with Neolithic agriculture as attested in the archaeological record.
What archaeology tells us is the prehistory of material culture, which may
often be a reflection not of population movements but of socioeconomic
discrepancies which drove ancient peoples to migrate towards the centres of
affluence which lured them with the promise of a better life. The distribu-
tion of major Tibeto-Burman subgroups mapped in Diagram 3 suggests the
tracks of a northeasterly migration from the Tibeto-Burman core area in the
fertile hills and river valleys of Sichuan and the eastern Himalayas to the

occupants of the valleys’ (1996: 48), corroborating Pandey’s earlier survey (1987). Gaillard
reported that Acheulian industries are rare throughout the Sivalik hills north of the Gangetic
basin (1996). Yet Acheulian bifacials have been found at Chinese sites as far flung as Lén-
tidn, Bése, Zhoukbudian and Dingciin, which urderscores that the Movius line was a per-
meable barrier. It is possible that stone tools were largely replaced by tools of bamboo, rat-
tan or some other more perishable material to the east of the Movius line.
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" loess plains of northern China by an ancient group that was linguistically

ancestral to the Chinese.

Different scenarios have been proposed to account for the modern geo-
graphical distribution of Tibeto-Burman language communities. Here I shall
discuss three such possible versions of prehistory, which may be numbered
Scenario 1, 2 and 3. Scenario 2 exists in several versions, which we may call
Scenario 2a , 2b and 2c. Over the past years, I have argued the ‘case for
Scenarios 1;2b-and-2¢-Scenario-2a-was first- implied by Paul Benedict, and
Scenario 3 is a model of population prehistory proposed for Tibeto-Burman
by Peter Bellwood. .

Scenario 1 envisages Proto-Tibeto-Burman originating in what today is
Sichuan province, whence early Tibeto-Burmans spread to the southwest
onto the Brahmaputran plain, introducing themselves and the Eastern Indian
Neolithic culture to resident Austroasiatic populations. Another group,
which we might call Proto-Sino-Bodic, moved to the northeast seeding the
Péiliging (6500-5800 BC), Cishan (6000-5600 BC) and Dadiwan (6500 to
5200 BC) Neolithic cultures along the Yellow River. Other groups remained
in Sichuan and spread across the fertile hills of Yunnédn province in the
south. The Majiayao Neolithic (3900-1700 BC) succeeded the Dadiwan
culture in eastern Gansu and adjacent parts of Qinghdi and Ningxid. Sinitic
remained in the east and can be associated with the Yangshdo culture
(5500-2700 BC), which succeeded the Péiliging and Cishan cultures on the
North China plain, whereas the expansion of Bodic into the Himalayas is
associated with the sudden appearance of colonial exponents of the Mijia-
yao Neolithic in eastern Tibet at mKhar-ro and in Kashmir at Burzahom at
the same time that the core area in Gansi shrank during a period of climate
change between the Mdjidy4o phase (2700-2300 BC) and the Banshan phase
(2200-1900 BC) of the Majiayao sequence. This, in a nutshell, is the sce-
nario which I outlined in several previous publications (van Driem 1998,
2001, 2002). 10

10 In their archaeological discussion of the Sichuan homeland hypotheses, Aldenderfer
and Zhang ‘agree with van Driem that Sichuan is a likely source for a Neolithic package’
which gave rise to cultures on the Yellow River (2004; 39). Yet Aldenderfer. and Zhang
(2004: 37) appear to think that I do not include the mKhar-ro site near Chab-mdo or any
other Tibetan archacological sites in my model. The Tibetan archaeological site mKhar-ro
or mKhar-chu, which I discuss at length (van Driem 2001: 430-431), is sinicised in the
Chinese archaeological literature with characters that are correctly romanised as Kérud, and
which Aldenderfer and Zhang incorrectly transcribe as ‘Karou’. Sites should be named pro-
perly in accordance with archaeological convention. Their misunderstanding again provides
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Scenario 2, discussed as an alternative proposal in the same publications,
plays out at an utterly different time depth. This alternative view does not
see the ancient Tibeto-Burmans as the people who seeded the early Neo-
lithic cultures seen at the Péiliging, Cishan and Dadiwan sites. Rather, the
ancient Tibeto-Burmans emerged from the linguistic core area, drawn by the
riches of the affluent Yellow River basin and introduced themselves and
their language only in the late Neolithic or Bronze Age. The point of depar-

George van Driem

the grand scale on which the earth is being ripped apart in many parts of
Sichuan, including even the Minjiang river valley, for highway networks,
dams and large industrial projects may already have obliterated a great deal
of potential archaeological sites, especially along rivers and at many of the
best sites for ancient human habitation, When archaeological fieldwork is
conducted in the region, excavations unearth spectacular new sites such as
the major but previously unknown Bronze Age civilisation at Sanxingdui,

ture in this scenario again is Sichuan.

The version of this model which we shall call Scenario 2a develops a
proposal first put forward by Benedict that the Shang may not yet have been
Sinitic at all. Instead, the Zh6u, who came from the west, were the bearers
of the Proto-Sinitic language who ‘became fused with, or perhaps immersed
in’ the pre-Tibeto-Burman language spoken by the Shang (1972: 197). My
own variations on this theme are Scenario 2b, which envisages that the pros-
perous agricultural civilisation in the Yellow River basin may have lured the
linguistic forebears of Sinitic, or perhaps even Sino-Bodic, before the Shang
period, and alternatively Scenario 2c, whereby Tibeto-Burman could have
been introduced or re-introduced to the Yellow River basin more than once
in the course of prehistory. Each version of Scenario 2 presumed that tidings
of the technologically advanced societies already in place throughout the
Yellow River basin would have provided ample motivation for the move,
with enticing prospects of plunder, riches and material advancement.

There are possible archaeological correlates for the Bronze Age linguis-
tic intrusion proposed by Scenario 2. As compared to eastern China, the vast
southwestern region has not received nearly as much attention from archae-
ologists. Fortunately, some progress has been made since Zhang Guangzhi
(1977, 1986) lamented the lack of fieldwork in Sichuan. At the same time,

the context for my assertion that: ‘Numerous artificial problems in Tibetan toponymy and
cartography cuirently result from the practice of listing only the sinified version of Tibetan
place names in Hanyii PinyIn romanisation without providing the actual place names’ (loc.
cit.). Incorrect Hanyit Pinyin transcriptions merely exacerbate the problem. Aldenderfer and
Zhang identify mKhar-ro or Kéiruo as a colonial exponent of the Mijidydo Neolithic in
Ginsu, but their cursory familiarity with the literature leads them to think that they are the
first to do so. In fact, a good number of Chinese archaeologists (e.g. Xizang etc. 1979, An
1992) had already identified mKhar-ro or Kiirud as a colonial exponent of the Mijidyéo
Neolithic, and my model followed this consensus. Aldenderfer and Zhing do not differen-
tiate between language spread by demic diffusion and language intrusion by colonial migra-
t;;n;], and they inexplicably attempt to interpret ‘Karow’ as the result of demic diffusion from
chuan. '
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which only fully came tolight in- 1986, and-the discovery-in-recent years-of

the earlier Neolithic civilisation along the precipitous upper reaches of the
Minjidng river, a tributary of the Yangtze. In 7X/% Maoxian county, the b4
78 Boxi (4000 BC), &ML Yingpanshan (3500-3000 BC) and ¥ S#}
Shawiida cultures (2500 BC), situated on the largest pieces of fertile flat land
along the Minjiang river, on the way from Chéngdi to gZi-rtsa-sde-dgu,!!
have been identified as possible antecedents of the Sanxingdul culture, loc-
ated 40 km northeast of Chéngdi.

Sanxingdul has been associated with the ancient %& Shii polity. In terms
of chronology, the earliest period of habitation, Period I, is the % Biodan
phase, which lasted from 2800 to 2000 BC and is contemporary with the
Shawtidi culture upstream in the Minjiang river valley. The spectacular
Bronze Age culture at Sanxingdul is represented by Periods II and ITI, which
together lasted from 2000 to 1200 BC. The apogee of the Sanxingdul culture
is therefore contemporaneous with and somewhat precedes the Shang period
(1700-1100 BC) at Anyang. The later E2% Bashii period (1200-800 BC) at
Sanxingdui is contemporary with the Western Zhou (1100-771 BC) centred
at Hao near Xi’an. Dragons and physiognomic motifs on some of the bronze
$& ndo ‘ritual bells’ and % pdn ‘basins, dishes’ of the late Shang period at
Anyéng are in fact stylistically reminiscent of earlier Sanxingdul iconogra-
phy in Sichuan.

The striking imagery of the Sanxingdui culture has led archaeologists to
speculate that the society was theocratic in nature, with sacrifice playing a
central role. Brewing beer and distilling alcohol were evidently of pivotal
cultural importance. In addition to elaborate bronze cooking vessels, musi-
cal instruments and a variety of water containers, the Sanxingdul people
also had a variegated repertoire of ritual vessels for beer and distilled spirits
just like those of the Shang and Zhou further east. Archaeological specula-
tion about the ritual importance of alcohol and of blood sacrifice to haunting

11 o7;-rtsa-sde-dgu [zstsazdergs] is the local place name. The official Tibetan name is
gYu-tsha-sde-gu[y jatshazderge], and the Mandarin name is Jiizhaigou.
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goblin-like deities is reminiscent of the ritual importance of alcohol in many
Tibeto-Burman cultures and of the blood sacrifice practised by the Kiranti
and other Himalayan groups, which in olden days even entailed human sac-
rifice, as recorded in the Dumi grammar.

Sanxingdul has yielded numerous ornate bronze ornaments and tools, but
far more daunting is the vast arsenal of well honed jade weaponry, such as
% zhang ‘axes’ and X ge ‘dagger axes’, adzes, blades, swords and spear

George van Driem

centage of Shang characters consist of a phonetic and a semantic compo-
nent, and how the phonetic components in composite Shang characters com-
pare with those in Zhou characters with the aim of testing the hypothesis of
a possible language shift between the two periods, whereby the script was
adopted by an early Sinitic population from a non-Sinitic one. Indeed, un-
dertaking any such study of the Shang character corpus with the aim of as-
sessing this hypothesis dispassionately would already be flying jn the face

points in addition to numerous jade chisels and other lithic tools. Rather
than a peaceful demic diffusion, the expansion of Tibeto-Burman into Shan-
x1 may very well have been a military affair. The martial campaigns which
heralded the Tibeto-Burman linguistic intrusion into northeastern China
may have left no more testimony in the archaeological record than did the
successive invasions of Gutzans, Amorites and Kassites into the Fertile
Crescent. Rather the principal, telling legacy of this intrusion today is the
Sinitic branch of languages. As M4o’s Red Army demonstrated in 1935-36,
the rugged mountain strongholds of Sichuan and the eastern perimeter of the
Tibetan plateau are a strategic area from which to launch a military cam-
paign into ShinxT, In their case, however, this area also served as a place of
refuge for which many troops were ill prepared, with fatal consequences.

Even if Sinitic were only introduced to Shinx{ as late as the Zhou period,
as Benedict proposed, then the turbulent maelstrom of cultural changes and
military conflicts which have characterised Han expansion from the second
century BC to the present day as well as the siiccession of distinct prestige
vemnaculars emanating from shifting capitals in the course of over two mil-
lennia are more than adequate to account for the aberrant appearance of
modem Chinese dialects when compared to reconstructible Old Chinese. A
language spoken in the thick of things incurs change more rapidly than lan-
guages sheltering in the undisturbed periphery. Once an ancient variety of
Tibeto-Burman speech had been introduced into the political centre of what
was to remain the most powerful polity in East Asia, the language would
change more quickly than those varieties of Tibeto-Burman spoken in less
easily traversable terrain,

Benedict’s and my versions of Scenario 2 have different implications for
the nature of the Shang script. For Benedict, the Shang spoke a pre-Sinitic
language, whilst my versions, 2b an 2c, do not exclude the possibility that
the Shang script might already represent an early Sinitic language. In favour
of Benedict’s view, it can be pointed out that only half of the nearly five
thousand Shang period characters have been deciphered with certainty, and
the extant corpus consists entirely of highly abbreviated divinatory frag-
ments. No critical study has been undertaken to ascertain precisely what per-
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of orthodoxy:

Tangential to Benedict’s hypothesis is the question of the origin of .the
Shang script itself. Nativists such as Keightley oppose the idea of a foreign =~
inspiration for the earliest Sinitic script because of the lack of similarity Pe-
tween Shang oracle bone inscriptions and ‘Sumerian, Egyptian or Hittite’
writing (2006: 177). Few would take issue with the lack of similarity be-
tween cuneiform, Egyptian hieroglyphs and the Shang characters that ap-
peared in the second millennium BC. However, the old theory that the Shﬁn.g
writing system was inspired from a foreign model does not look to cunei-
form or hieroglyphic writing, but logically looks to the two earlier writing
systems that were closest to the Yellow River basin both in time and in
space, i.e. the Indus and Proto-Elamite pictographic scripts.

These two logosyllabic writing systems could have travelled eastward
via the same, then already ancient trade route as did contemporary Bronze
Age technologies. The Indus and Proto-Elamite scripts are not only structur-
ally similar!? to the early Shang writing system but also similar in terms of
individual graphemes, as I have illustrated previously (2001: 355-358). Is it
mere coincidence that the Western Zhou ideograms show great resemblance
to contemporancous Late Bactrian glyphs, whilst the earlier Shang script
more closely resembles its mearest precursors, Indus and Proto-Elamite
writing? Or are such differences in style and parallel developments in s.tyle
to be explained away merely as a function of the difference in medu-lm
involving the transition from scapulae and plastrons to bronzes in which
shapes could be carefully fashioned in the malleable clay of the moulds?

Nativists look for precursors to the Shang script in the decorative glyphs
found on local ceramics, whilst ignoring likely Central Asian antecedents.

12 Whilst modern Chinese writing is ideogrammatic in that it consists of characters or
ideograms representing morphemes, the Shang writing system is widely held to have been
logographic, whereby each character represented a word. 1 shall not entertain the theory of
Vandermeersch (1980) and Hansen (1993) that Shang writing was ideographic in the sense
of representing ideas or things directly rather than representing language.
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Followers of this line of inquiry should at least include the %) Bashi pic-
tographs on Sanxingdul pottery in their deliberations. Some have ventured
to speculate on the erstwhile existence of texts of a more elaborate nature on
perishable materials during the Shang period, not one of which has survived.
If such speculation is warranted, then how much more probable is it that
specimens of Indus and Proto-Elamite writing on perishable materials could
have made their way along the main eastbound trade artery to the Yellow
River basin by the sixteenth century BC and inspired the writing system o
the Shang in the first place? Or could the idea of script have travelled via
Sanxingdul itself, where hoards of tusks, cowrie shells and other objects
likewise attest to long-distance trade?

More fundamentally, the search for precursors of the Shang script in the
decorative motifs on pottery reminds us that semasiography, viz. communi-
cation by pictorial or symbolic representation, was already a finely develop-
ed art in the Upper Palaeolithic. Franco-Cantabrian glyphs which appeared
between 60,000 and 40,000 years ago, some spectacular specimens of which
are kept at the Museum of Natural History in Brussels, resemble symbolic
writing systems far more than do the decorations on East Asian ceramics of
the fourth and third millennium BC. Glottography, viz. visual representation
of spoken language, is attested from 3200 BC in Sumer, and recent finds at
Abydos by Giinter Dreyer’s team may now push back the date for glottogra-
phy to 3400 BC and its earliest attestation west to Egypt. Subsequently a ple-
thora of writing systems had evolved in West Asia and the eastern Mediter-
ranean before the Shang writing system appeared nineteen centuries later in
the sixteenth century BC.

Yet even if we envisage the Shang as speakers of some early form of
Sinitic, then the linguistic ancestors of the Chinese would still very much
have been relative latecomers, arriving millennia after cultivation had begun
to be practised along the Yangtze and Yellow River basins. This is the key
feature of Scenario 2. Recently, a study of human leukocyte antigen (HLA)
diversity on the genomic region known as the major histocompatibility com-
plex (MHC) purportedly found support for the old linguistic view ‘that Altaic
speakers in northem China have been switching to Chinese en masse in
historical times’ (Sanchez-Mazas et al. 2005: 290). At their current state of
temporal resolution, these genetic findings are compatible with Benedict’s
version of Scenario 2, whereby Chinese arose in a process of language shift,
with the Zhou imposing the Proto-Sinitic language onto a Shang population
speaking some pre-Tibeto-Burman tongue, conceivably perhaps even some
early form of Altaic. In fact, Benedict’s suggestion about the origin of Sin-
itic gave expression to older widespread linguistic conjectures regarding the
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linguistic prehistory of eastern Asia. Hashimoto’s altaicisation hypothesis!3
about Mandarin originating as a Manchu-Chinese pidgin (1986) can be seen
as representing an even later stage in a long-term and intermittent process,
the first stage of which was envisaged by Benedict.

An alternative view, which here I have called Scenario 2b, different from
the hypothesis advanced by Benedict, envisages the Tibeto-Burman linguis-
tic intrusion onto the North China plain as having first occurred either as
early-as-the-L.ongshan horizon, during the subsequent Erlitou period, or as
late as the Shang period. The Dawénkdu culture of Shandong and the Ying-
shéu cultural assemblage were superseded by the more advanced Late Neo-
lithic Léngshan culture in the middle of the third millennium BC. Population
size increased in the Longshan period (2600-1900 BC), and jade and ceramic
prestige objects proliferated, especially in Shandong and southern Shinxi.

- The walls surrounding many Ldngshan settlements indicate an increased

concemn with the protection of resources, although one rammed earth wall
was also already found to surround a late Yangshou period settlement at
Xishan near modern Zhéngzhdu (Liu and Chen 2006, Underhill and Habu
2006).

Settlement nucleation in the subsequent —EEER Erlitéu period, which
emerges ca. 1900 BC, ostensibly during the time of the mythical Xia dyn-
asty, has been taken to indicate increasing craft specialisation and changing
patterns of resource management. The burial practices and stratiied urban
architecture of the Erlitéu period indicate the emergence of a more complex

litical infrastructure in what today is northern China. Perhaps the new
Erlitéu social order was established by the first incursive Tibeto-Burmans
from the southwest, whereas the walls surrounding Longshan settlements
were the fortifications which had been intended to repel them, but in vain.

Whichever scenario happens to be our favourite, what would appear to
be incontestable is that the Han and Tibetan expansions are both historical
and relatively recent, and could possibly have effaced and assimilated many
Tibeto-Burman and allophylian groups in their paths. Yet even Han linguis-
tic and cultural expansion appears not to have been so imperious as to have
entirely swept away the Tiijia, Bai and diverse Lolo-Burmese, Qidngic,
Hmong-Mien and Daic language communities which remain scattered

13 Hashimoto wondered whether the typology of Mandarin could be explained as the
result of the altaicisation of Chinese or the sinicisation of an Altaic languages, which would
have involved either the *Altaic replacement of Chinese syntax or the Chinese replacement
of Altaic lexicon and morphology’ (1986: 95).
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thrqughout central and southern China. Neither did the Tibetan expansion
annihilate all of the Zhangzhung literary legacy or attestations of other lan-
guages still preserved in the Diinhudng documents. These residual islets of
r.etentlon and the now mute testimonies represent vestiges of the older situa-
tion.

The expansions of these two branches of Tibeto-Burman, viz. Bodish
and Sinitic, are seen precisely in the areas of high mobility where we would

Austroasiatic and Tibeto-Burman in prehistory

gart represent the residue of an early Sino-Austronesian contact situation,
then even this could imply that the Proto-Tibeto-Burmans, or some major
subset thereof, lived as far east as Shandong in the Longshan period.

On the other hand, it does not seem that the correspondences necessarily
represent anything but a collection of coincidental resemblances, with the
exception of a tantalising correspondence first identified as a loan word into
Tibetan by Hendrik Kern (1889: 5), viz. Austronesian *beRas ‘husked rice’

expect them to have occurred, i.e. martial expansion across the vast rolling
treeless and sparsely populated high alpine plateau of Tibet in the case of
Bodish or across the more easily traversable East, where mountainous areas
such as Fijidn were colonised only belatedly by the Han. Another important
feature of the model underlying each version of Scenario 2 is the temporal
dimension. Although Sichuin is treated as the point of departure for the es-
tablishment of early Sinitic in Shinxi or perhaps an early Sinitic intrusion
even further east into Shandong, the ultimate homeland of Tibeto-Burman,
as suggested by the diversity observed between the distinct branches of the
Tibeto-Burman family, would be expected to have lain far closer to the east-
ern Himalayas.

Scenario 2c envisages that Tibeto-Burman could have been introduced or
re-introduced to the Yellow River basin more than once in the course of
prehistory. The Sinitic heartland within the eastern half of what today is
China was not politically unified before the Qin dynasty in 221 BC. Rather,
monarchs from the house of ZhGu ruled over a constellation of distinct
polities in the Yellow River and Yangtze basins during the first millennium
BC. It is conceivable that the Shang, the Zhou and the Qin!4 could all have
spoken different early forms of Tibeto-Burman that influenced each other
and ultimately led to the emergence of a Sinitic creole subsequently regu-
larised by the Han. Many structural features which Sinitic languages share
with young creoles are itemised by Aronoff, Meier and Sandler (2005). It is
conceivable that an early migration of ancient Tibeto-Burman speakers to

14 1n the fourth century BC, the Qin were described as 3 Yi ‘barbarians’, and later
sources such as the 5238 Shiji ‘Historical Records’ written around the beginning of the first
century BC described the Qin as similar to the 7 Réng or X Di, who strove to emulate
Zhou ritual and tradition. The ethnolinguistic composition of the Qin state must have been
complex, and statues distinguished between B3R gi Qin min, the native Qin population,
31;(; le((;;: and FR% bang ke, foreign and subject populations (Shelach and Pines 2006: 205,
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vs. Tibetan hbras ‘ric?’?Sagﬁrﬂﬁra’dded*the*Old*Ghinesefcognatef%ﬁ
bmo-rat-s, and pointed out a second rice term Austronesian *Sumay ‘rice as
food’ corresponding to Old Chinese > amij? ‘grain of cereal’ and Garo may -
‘paddy’. Kern believed that this loan correspondence pointed to the source
whence the ancestors of the Tibetans had first acquired familiarity with rice.

If the veracity of either the Sino-Tibetan or the Sino-Austronesian hypo-
thesis can ever be convincingly demonstrated, then this would compel us to
decide in favour of Scenario 3. Yet at present the linguistic evidence for
either hypothesis is not compelling. Whilst the lack of conclusive linguistic
evidence does not support Scenario 3, neither does it invalidate Bellwood’s
model. Another line of reasoning which might sustain Bellwood’s homeland
hypothesis would be to argue that the current distribution of Tibeto-Burman
groups could be accounted for if the Himalayas had for millennia served as
a refuge area for people fleeing from more belligerent groups raiding, pil-
laging and waging war across more traversable terrain. The question formu-
lated in the opening paragraph of this section alludes to this possibility. In
other words, the present distribution of Tibeto-Burman linguistic diversity
could arguably be a function of refuge areas and the traversability of terrain.
Populations with cults possibly demanding horrific sacrifice, such as those
suggested to some minds by Sanxingdul jconography alongside the more
concrete evidence found at sites such as Anyéng, could have been amongst
the repellent influences driving other Tibeto-Burman groups into ever more
remote and sheltered alpine recesses.

Finally, Bellwood’s Tibeto-Burman homeland in Scenario 3 extends all
across ShinxT and abuts against Sichuan, the homeland of Scenario 1. The
disparity, therefore, is greater between Scenarios 2 and 3 than between Sce-
narios 1 and 3. The merit of Scenario 2 is that linguistic prehistory is recon-
structed on the basis of the linguistic diversity situation, whereas the archae-
ological record is treated as testimony of the prehistory of material culture.
One interpretation of the emerging population genetic data could support a
version of Scenario 2, but this too may change as more data are analysed
and interpreted and this multi-facetted story continues to unfold in ways per-
haps unforeseen.
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the Himalayan region was followed by a later migration of a Tibeto-Burman
group back to the Yellow River basin.

Let us turn to a third view, which I shall call Scenario 3. Beliwood places
the homeland of Tibeto-Burman, which he refers to as ‘Sino-Tibetan’, in an
elongated region stretching along the lower course of the Yellow River in
the northeast deep into Shanxi in the southwest. From this oblong territory
be envisages the language family spreading into Gansi and southwest into

George van Driem
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the Himalayas.  The-idea of -agricultural-dispersals-in-the Neolithic-is-an
enthralling model. Such an interpretation of the archaeological record is an
obvious one and was already pioneered by scholars such as Robert von
Heine-Geldern. Yet the farming-language dispersal theory advocated prin-
cipally by Bellwood and Renfrew differs essentially from associating the
rapid spread of a specific and well-defined cultural assemblage such as, for
instance, the Mijiaydo Neolithic in Gansu and its recognisable colonial
exponents in eastern Tibet and Kashmir with the putative spread of ancestral
Sino-Bodic groups across the Tibetan Plateau towards certain parts of the
Himalayas,

Instead, the farming-language dispersal theory envisages genes and lan-
guage spreading in tandem with the incremental spread of Neolithic agricul-
ture. Weaknesses in this theory have been discussed in Section 3, where it
was argued that the very opposite actually have happened in many instances
in thr course of prehistory. We must consider such an alternative especially
in those cases where the linguistic picture suggests a radically different view
of prehistory than does the spread of material culture as reflected in the
known archaeological record. What can be said in favour of Scenario 3? The
Sino-Tibetan hypothesis that there exist some shared innovations that unify
all non-Sinitic languages within a truncated ‘Tibeto-Burman® group remains
empirically unsupported. Yet the hypothesis remains an intrinsically inter-
esting one, especially from a Sinocentric perspective, and it cannot be ex-
cluded that some linguistic evidence for it may be found one day. Clearly an
empirically unsupported linguistic hypothesis cannot buttress the case for
Scenario 3.

A second potential argument in favour of Scenario 3 might be sought in
the Sino-Austronesian theory, the veracity of which, likewise, has yet to be
demonstrated. I have already discussed in detail the evidence marshalled in
support of the Sino-Austronesian theory elsewhere (van Driem 2005). If
Sino-Austronesjan were demonstrated to have existed as an ancient genetic
unity comprising Tibeto-Burman and Austronesian, as Sagart believes, then
this could imply that the Proto-Tibeto-Burmans were on the North China
plain at the Longshéan horizon. Yet, if the correspondences adduced by Sa-
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